MARE
P, WL, LAEAREEESREE
IMAE: FRME A220
HL T B4 : dlyang@njau.edu.cn
Bk R HLIE: 025-84396559

MARE -

KHA LKA AN EG 71 AR SR M 8% 2 S S e 0 Je . W TR AE
Nature Plants, PNAS, Cell Research, Cell Host & Microbe, Molecular Plant, Plant
Physiology, New Phytologist 5% &% &K% 30 R . BE T EA FOKIEIUR 54
KRB ZIAAE SO E L 7N RNA 45 H) DNA ALy Tigde, RMEAL 71
IKAE R 5 P E IR B 55

WA . e, EES. HUR 54 KR E M. DNA B4, small
RNA, FMig L2

BEL:

2003.08-2009.11: HEE P, FilgAEmREaT b, YRS ST,
4

1999.09-2003.06: 117 K5, Adnkl2z2be, LW, =4

THEEL -

2015.01-84 FERURREE, R¥F #Z, HLAESFIm

2012.01-2014.12 HEEERE, LEEEDGSEAY FOT R L,  SEEBEER R L
Al S5 == AEAT G A 9T 7%

2011.01-2011.12: SEEEE R, KRB SLEBR BB AR A RS0 % G
LJEHTTT

2009.12-2010.12: FFEFRFRI/RKY:, RFGE EREER ST E NFE T L EHAR



KRB E.

1. Liu M®), Shi Z(#), Zhang X, Wang M, Zhang L, Zheng K, Liu J, Hu X, Di C, Qian Q, He Z, Yang
DLO. Inducible overexpression of /deal Plant Architecturel improves both yield and disease
resistance in rice. Nat. Plants. 2019 (IF,;,=11.471)

2. Yang DL®0®), Zhang G, Wang L, Li J, Xu D, Di C, Tang K, Yang L, Zeng L, Miki D, Duan CG,
Zhang H, Zhu JKO). Four putative SWI2/SNF2 chromatin remodelers have dual roles in regulating
DNA  methylation in  Arabidopsis. Cell  Discov. 2018 Oct 16;4:55. doi:
10.1038/s41421-018-0056-8. (1F5;7=4.462)

3. Li Y®, Guo J, Yang Z, Yang DL(. Plasma Membrane-Localized Calcium Pumps and Copines
Coordinately Regulate Pollen Germination and Fertility in Arabidopsis. (2018). Int J Mol Sci. 19(6).
pii: E1774. doi: 10.3390/ijms19061774.  (1F5;7=3.687)

4. Yang DL(M®), Shi Z#, Bao Y®), Yan J®), Yang Z, Yu H, Li Y, Gou M, Wang S, Zou B, Xu D, Ma
Z, Kim J, Hua JO. (2017). Calcium pumps and interacting BON1 protein modulate calcium signature,

stomatal closure, and plant immunity. Plant Physiol. 175(1): 424-437. (1F49;7=5.949)

5. Li X%, Yang DL®, Sun L%, Li Q, Mao B, He 2. (2016). The Systemic Acquired Resistance
Regulator OsNPR1 Attenuates Growth by Repressing Auxin Signaling through Promoting IAA-Amido
Synthase Expression. Plant Physiol. 172(1):546-558.  (IF5;7=5.949)

6. Yang DL(#),Zhang G", Tang K, Li J, Yang L, Huang H, Zhang H, Zhu JK®. (2016).
Dicer-independent RNA-directed DNA methylation in Arabidopsis. Cell Res. 26(1): 66-82.
(IF2017=15.393)

7. Zou B®, Yang DL™, Shi 2%, Dong H, Hua 19.(2014). Monoubiquitination of Histone 2B at the
disease resistance gene locus regulates its expression and impacts immune responses in Arabidopsis.
Plant Physiol. 165(1):309-318.(IF,0;7=5.949)

8. Sun L™, Yang DL Kong Y, Chen Y, Li XZ, Zeng LJ, Li Q, Wang ET, He ZH"”. (2014). Sugar
homeostasis mediated by cell wall invertase GRAIN INCOMPLETE FILLING 1 (GIF1) plays a role in
pre-existing and induced defence in rice. Mol. Plant Pathol. 15(2):161-173. (IF,;7=4.188)

9. Yang DL®, Yang Y, He Z". (2013). Roles of plant hormones and their interplay in rice immunity.
Mol Plant. 6(3):675-685. (IF2017=9.326)

10.Yang DL®, Dong WX, Zhang YY, He ZH®. (2013). Gibberellins modulate abiotic stress

tolerance in plants. Scientia Sinica. 43(12): 1119-1126



11.Yang DL®, Yao J®, Mei CS",Tong XH, Zeng LJ, Li Q, Xiao LT, Sun TP, Li J, Deng XW, Lee
CM, Thomashow MF, Yang Y®, He 2z, He SY. (2012). Plant hormone jasmonate prioritizes
defense over growth by interfering with gibberellin signaling cascade. Proc Natl Acad Sci USA.
109(19):E1192-1200. (IF5017=9.504)

12.Yang DL®, Li Q, Deng YW, Lou YG, Wang MY, Zhou GX, Zhang YY, He ZH". (2008). Altered
disease development in the eui mutants and Eui overexpressors indicates that gibberellins negatively
regulate rice basal disease resistance. Molecular Plant. 1:528-537. (IF,(;7=9.326)

13. Zhang Q, Liang Z, Cui X, Ji C, Li Y, Zhang P, Liu J, Riaz A, Yao P, Liu M, Wang Y, Lu T, Yu H,
Yang D, Zheng H, Gu X. (2018). N6-Methyladenine DNA Methylation in Japonica and Indica Rice
Genomes and Its Association with Gene Expression, Plant Development and Stress Responses.

Mol Plant. 2018 Nov 15. pii: S1674-2052(18)30341-1. (IF50,7=9.326)

14. Wang L, Yuan J, Ma Y, Jiao W, Ye W, Yang DL, Yi C, Chen ZJ. (2018). Rice Interploidy Crosses
Disrupt Epigenetic Regulation, Gene Expression, and Seed Development. Mol Plant. 11: 300-314.
(IF2017=9.326)

15. You Q(#), Zhai K(#), Yang D, Yang W, Wu J, Liu J, Pan W, Wang J, Zhu X, Jian Y, Liu J, Zhang
Y, Deng Y, Li Q, Lou Y, Xie Q, He Z(*). (2016). An E3 Ubiquitin Ligase-BAG Protein Module
Controls Plant Innate Immunity and Broad-Spectrum Disease Resistance. Cell Host & Microbe.
20(6):758-769. (IF2017=17.872)

16. Yuan J(#), Chen S(#), Jiao W(#), Wang L, Wang L, Ye W, Lu J, Hong D, You S, Cheng Z, Yang
DL, Chen ZJ. (2017). Both maternally and paternally imprinted genes regulate seed development
in rice. New Phytol. 216(2):373-387. (IF50;7=7.433)

17. Xu J¥  Zhang L, Yang DL, Li Q, He Z“. (2015). Thymidine
kinases share a conserved function for nucleotide salvage and play an essential role in Arabidopsisthal
iana growth and development. New Phytol. 208(4): 1089-1103. (IF,;7=7.433)

18. Feng Z®, Zhang B®, Ding W, Liu X, Yang DL, Wei P, Cao F, Zhu S, Zhang F, Mao Y, Zhu JK.
(2013).  Efficient genome editing inplantsusing a CRISPR/Cas system. Cell Res.
23(10):1229-1232. (IF5017=15.393)

19. Feng Z%, Mao Y, Xu N, Zhang B, Wei P, Yang DL, Wang Z, Zhang Z, Zheng R, Yang L, Zeng L,
Liu X, Zhu JK, (2014). Multigeneration analysis reveals the inheritance, specificity, and patterns of
CRISPR/Cas-induced gene modifications in Arabidopsis. Proc Natl Acad Sci USA.

111(12):4632-4637. (IF20,7=9.504)



20. Yuan Y®, Zhong S, Li Q, Zhu Z, Lou Y, Wang L, Wang J, Wang M, Li Q, Yang DL, He Z*".
(2007). Functional analysis of rice NPR1-like genes reveals that OsNPR1/NH1 is the rice orthologue
conferring disease resistance with enhanced herbivore susceptibility. Plant Biotechnol J. 5(2):313-324.

(IF2017:6.305)

T E.
i, EHPH, BARE FH/\FE: KK, 218 11—230 1 (HEYEMEEHT
ST TR AT F%9%, LIEREEREARHBRAEER, 2012 4 10 A

FRFHAHIA -

LILTE BRRI RIS — AR HFEI S, SBK2017010093, ¥ X HAE /KRG
I — B IR AL, 2017/07-2020/06, 100 /i, TFF

2B FE S RITR “CERIEWEF”, 2016YFD0100603-9, EZRIEVIHIHR K
PO MERIE B 2 1550t 2016/07-2020/12, 140 J3, TSN

3.8 Jk B % I, 2016ZX08001002, i H ¥ kDR K A& ¥ o M B FH
FERF, 2016/01-2020/12, 1EWF, 62 F3, FIREHTT A

4. FxEAREIAEST EH, 31671340, —ANEf RARP 2K /KR DNA
FOEAL SRR RIEHLHITTE 7, 2017/01-2020/12, 62 3, EHF

5. ML RFRERAA BT, 2015/01-2019/12, 100 J5, EFF

6. VLI 8 ARIE ST —FHEHR 4, BK20150659, miR156-0sSPL14 {43 /KREHL
A7 16 70 THLERARAT, 2015/07-2018/06, 20 J3, FFF

7. R AN S PR, 2015/01-2020/12, 50 Fi, i

8. TEVIE L SRR AH B X E A = { F IR, 20 77, F#F

9. WL EIEW IR AR, 40 T3, FHF



